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Evolutionary Ecologist
Ornithologist by training
Reconverted into:

» Evidence synthesist
» Meta-researcher
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Asanchez-Tojar / README. md a
Hi there §
I'm Alfredo, an evolutionary ecologist combining empincal studies with a lot of evidence synthesis and meta-science.

I share my code here in my GitHub profile, but you can check out more about my interests in my Twitter profile @ASanchez_Tojar or my
Google Scholar profile.

Pinned Customize your pins
I .
Alfredo Sanchez-Tojar R . _ . : _
. - 3 inferring_hierarchies_uncertainty | Public i ] meta-analysis_sparrows_ssh | Public
ASanchez-Tojar
- This repository contains scripts used in a manuscript aiming to provide a It contains the script used for testing the meta-analytic mean of the
I'm a behavioural and evolutionary practical guide for inferring reliable dominance hierarchies and their relationship between bib size and dominance rank.
B i 3 uncertainty
ecologist. | use R on a daily basis for my ® v ®
) } R 1 R
studies. | want to share my code with
everyone. Transparency.
Edit profile £l meta-analysis_of variance | Public i £l meta-analysis_transgenerational_effects_commentary
_—
This repository contains all R code and data used for a project on the use of Ll
Aa 32 followers - 35 following meta-analysis of both means and variance in ecology and evelution. This project contains the code and data for a project testing the generality
and robustness of adaptive “transgenerational” effects. The project consists
£ alfredo tojar@gmail e f & re-analysis of a published meta-analyt..
& https://scholar.google.co.uk/citationsthl=... Owx w2z ¥2 U

W @ASanchez_Tojar

£ code in_ecology | Public i £ animal_personality_terminology | Public
Achievements ) ) . N . : ) . : : .
Repository with data and code for a study on code availability in ecology his repository contains all data and code needed for a project using a self-

report questionnaire and a systematic review to understand how animal
personality terminology is used and interpreted
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Why neaten up code?

* For yourself: think of peer-review time or fieldwork interruptions
* For others:
» Members of the lab: continuity

» External researchers: open science
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WILDLIFE

S Testable = 18% (n = 74)

Computational Reproducibility in The Wildlife Society's

Flagship Journals

Althea A. Archmiller &, Andrew D. Johnson, Jane Nolan, Margaret Edwards, Lisa H. Elliott, Re p ro d u Cl b | e — 68% ( n — 1 9 )

Jake M. Ferguson, Fabiola lannarilli, Juliana Vélez, Kelsey Vitense, Douglas H. Johnson, John
Fieberg ... See fewer authors A

First published: 17 March 2020 | https://doi.org/10.1002/jwmg.21855 | Citations: 1

ROYAL SOCIETY  Estimating the reproducibility

OPEN SCIENCE
of social learning research Testable = 24% (n = 560)
published between 1955

pesearth @ and 2018 Reproducible = 81% (n = 40)

Cite this article: Minocher R, Atmaca S, Bavero Riana Minocher, Silke Atmaca, Claudia Bavero,

(, McElreath R, Beheim B. 2021 Estimating the . )
Richard McElreath and Bret Beheim

reproducibility of social learning research

royalsocietypublishing.org/journal/rsos
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Other fields: 18% to 80%
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Wh\fP Data availability

1991-2011 : Minocher et al. 2021
n =560
29%

Vines et al. 2014
n=516
23%
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years since publication

P(data available) reduces 17% every year P(data available) halves every 6 years

. UNIVERSITAT
° ,@ASanCheZ_TOJar BIELEFELD



Presenter
Presentation Notes
For papers where authors reported the status of their data, the odds of the data being extant decreased by 17% per year (Figure 1D)


Why‘P Data reusability

B) Reusability Roche et al. 2015
n =100

Minocher et al. 2021
n =560
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Number of studies

years since publication

56% datasets are incomplete P(data reusable) = 87%
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Wh\fP Data reusability

Minocher et al. 2021
n =560
29%

Roche et al. 2022
2013-2019
n =362
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years since publication

56% datasets are STILL incomplete P(data reusable) = 87%
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h ? Culina et al. 2020
W y Code availability 2015-2019

n =346
30 80 . .
Published code Published data
\None None
Some Some
A All

0
016 2018-2019 01 016 018-2019

27% code-sharing 79% data-sharing
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10P Publishing Environ. Res. Lett. 17 (2022) 041005

W h y ? Code usability o

@ N PERSPECTIVE
The critical need to foster computational reproducibility

OPEN ACCESS

Robert Reinecke* (), Tim Trautmann’ (', Thorsten Wagener' (© and Katja Schiiler

Reasons for a lack of reproducibilit

Code s poorly docUimented s«

Code is too complex

Input data is not available

Code is not available i PR

Code is written in a
language | don't know

Bl strongly disagree (1) B strongly agree (06) don't know

N = 265 scientists earth sciences
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Living Norway Open science lab Best practices for accessible and reproducible code 20220519 14033

= = = L A e

Reproducipble Code
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To recapitulate:

Consistency:

e Choose your coding style (e.g. Google’s R Style Guide, Tidyverse Style Guide, or
whatever you like)
BUT most importantly, KEEP IT!

upper CameICase snake case
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Conferences » 2009 IEEE 17th International ... @
To camelcase or under_score

Dave Binkley ; Marcia Davis ; Dawn Lawrie ; Christopher Morrell

Abstract: https://doi.org/10.1109/1CPC.2009.5090039

Naming conventions are generally adopted in an effort to improve program comprehension. Two of the most
popular conventions are alternatives for composing multi-word identifiers: the use of underscores and the use
of camel casing. While most programmers have a personal opinion as to which style is better, empirical study

forms a more appropriate basis for choosing between them. The central hypothesis considered herein is that
identifier style affects the speed and accuracy of manipulating programs. An empirical study of 135
programmers and non-programmers was conducted to better understand the impact of identifier style on code
readability. The experiment builds on past work of others who study how readers of natural language perform
il R -ELCMResults indicate that camel casing leads to higher accuracy among all subjects regardless of
raining, and those trained in camel casing are able to recognize identifiers in the camel case style faster than
identifiers in the underscore style.
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Alfredo Sanchez-Tojar
@ASanchez_Tojar

What's your preferred option when naming variables
and objects in datasets and/or scripts? Feel free to add > Objects: snake case
your reasoning in the comments below. Thank you! - -

HRStats #programming #DataScience #0penScience

Underline ("blind_data™) 74.4%
Camel case ("BlindData") 23.1%
Other (add below please) 2.6%

156 votes - Final results

11:44 AM - Mar 27, 2022 - Twitter Web App




To recapitulate:

1. Consistency:

e Choose your coding style (e.g. Google’s R Style Guide, Tidyverse Style Guide)
e  BUT most importantly, KEEP IT!

2. Consistent naming: also for files, folders, scripts...

code 001_title-and-abstract_screening

data 002_fulltext_screening

figures

manuscript o _
o 004_plotting
pre-registration

promotion 005_supporting_information

protocol D06_twitter_promotion

]
]
]
]
-]
-]
]
-]

tables - code_practices_in_ecology

UNIVERSITAT
BIELEFELD



To recapitulate:

1. Consistency:

e Choose your coding style (e.g. Google’s R Style Guide, Tidyverse Style Guide)
e BUT most importantly, KEEP IT!

2. Consistent naming: also for files, folders, scripts...
3. Self-explanatory names
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49« FEERFEEFFEFIFFEREE ISR SRR

50 # WERB OF SCIENCE: general search

51

52 # importing the .bib files

53 wWos <- read_bihliﬂgraphy["literature_reviewfsystemati;_sEarchIWDS_IGEs_search.hib"}
54

55

56 # reducing fields to the minimum number of fields

57 # 3o that all detabases have the same columns. Also, these fields

5B # are the important ones for the =screening (=ee helow) .

59 reducing.fields.wos <- c{"label","title","suthor","journal™,"issn", "volume"™,

60 "number™, "pages", "year™, "publisher™, "doi"™, "ebstract") $#number to issue,
el

62 wos.red <- wos[,reducing.fields.wos]

63

64

65~ FEERERERSREASAREREEETE

66 # SCOFUS: general search

67

68 # importing the .bib files

69 =scopus <- read_bihliugraphy{“literature_;eviewfsystematic_search!Sc&pus_IGEs_s&arch.bih”]

70

71 scopusSpublisher <-— "™ #3imply adding &n empty column for the publisher =since we did not extracted.
T2

73

74 # reducing fields to the minimum number of fields

75 # 3o that all databases have the same columns. &lso, these fields

76 # sre the important ones for the screening (see helow) .

77 reducing.fields.scopus <- c("label™, "title", "author", "journal™, "is=sn", "volumes",

T8 "number™, "pages", "year™, "publisher™, "doi"™, "abatract™) #number to issue,
79

B0 =scopus.red <- scopus|,reducing.fields.scopus]
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To recapitulate:

1. Consistency:

e Choose your coding style (e.g. Google’s R Style Guide, Tidyverse Style Guide)
e BUT most importantly, KEEP IT!

2. Consistent naming: also for files, folders, scripts...
3. Self-explanatory names
4. Redability: spacing and indentation
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s PR R RIS R T E FITEPETEEE P EEER I SS TSP TS S ETESTESEERaFEf24T
£ Authors: b e S ricric i ittt E st
# Authors:

1-
2
3 # Alfredo Sanchez-Tojar (with support from Endika Blaneco)
4
&
&

£ Script first created in Now 2018

L R E i ST

1
2
3
4
5 $ Script first created in Now 2018
&
7
8 # Description of script and Instructions LR e e S st s

O SR EEEEREFEE R SRR R R E R R SR R R R R E R R R SRR R E R R R R R U SRR LR £1S 8 # Description of script and Instructions
10 \ R e e e e i e e e ]
11 ‘E Thi=s gc:i?t iz for a TIJ.Et--EI.‘E.!lE.l!.I'SiE aon the efferct of urbanization on 14: fiififfifiR iR AR RARRERAEE A AR ERA SIS AR IAENERAERERAEAEREEEE
12 bicdiversity. 15 Packages needed
13 : ! B i e i i et s s e 2 2 2 2 22 2 2T
14 - sfted et e E e E R E I E TR H R SR B R I R E S R SR B R RS ER S HEHE 44 | Pelnidelaitoleibdeatlenblebniiebieibebinniaebeigiioiilg b
15 £ Packages nesded mporting the data { rom scrip _' a_preparation urban. _’:- _ _ _ _
} . . ) ) ) ) ) ) ) ) ) ) ) . ) b i i ]
ig j I HHHHHEH ST H R L B e e e R
18 # Clear memory 134 £ Sempling wvarisnce-covariance matriz
19 rm(list=1s(]) e i i R
136
32 $##install packages ["pacman”] 137 £ We specified sampling warisnce a5 varisnce-cowvariance matriz, with the
22 ¢ de;rtcnls:-'irstall.g-‘i;::l:;:};-'“ :Ii.tch shin/orchard plot”, subdir = "archaRd" 138 £ ssmpling varisnce for each effect size on the disgonal, and the covariance
23 = T — ; .fé:é-e-!.r;--i'ﬁU'E_ baild vign:at‘f:,;a-s--;- TR:E,—-_-------- " 135 £ between these measures as off-diagonal elements. The conservatiwve model
. . T - e - 140 £ assumed a8 0.5 correlation between the effect Iize sample wariances with the
24 £ devtools::iinstall github("danisllnckle/orchald”, foree = TRUE] 141 £ same studyID. For z similar approach, see 0'Dea et al., 2015
25 pacman:-p load(devtools, tidyverse, mtafur,. patchwork, R;rs'p, orchaBRd, emmeans, 142 £ ljl'.tt::;:-j-.-'-d;:\-:i-..nrq.-'ltl.llllffaf.’_2354]cr Him ét-gl 2033
gg ape, phytools, report, car] #dplyr, ggplotl 143 # (httos://doi prg/l0. 1111/1365-2656.13554), from which this cods is taken from.
144
PR i i i iR e e R i i a2 145 $££% Creating 2 var-covar matrix sssuming 2 0.5 correlation between effect sizes
293 # Importing the data (from script 'data preparation urban R') 146 £ from the sams Elt.uuﬁ:j‘;]-:b"cnvariance = (0.5 * sgrtivwi 1) * sgrtiwi.2))
R e e R A - RIS T OIERR
31 148 § creates a matrix (called "VOW ESVar') with the dimensions
32 meta.final <- read.table("meta final redoced.csv", header=T, sep=",") 145 £ n(effect sizes) = nleffect sizes)
33 150 WVCU ESWar <- matrix(0, nrow = nrow(meta_final), ncol = nrowimeta_final))
34 £ modifying warishbles type 151
35 meta_final$studylD <- as.factor (meta.finalsstudyID) 152 £ names rows and columns for each obsID
36 meta._finalses type <- as._factor(meta.finelses typel 153 rownames (VCV_ESWar] =- E.ta_fj_rml[:“'-';:;}-jg]:]]“]
a7 154 colnames (VCW_ESVar] <- meta_final[, "obsID"]
3B £ cresting a new wvariable to categorize effects as biserizsl correlations, A==
389 £ DPearson's correlation cosfficients and efifects from inferential statistics 156 $ finds effect sizes that come from the same study
40 meta.finalfes type 2 <- as.factor (ifelse (meta.finalfes type %ink 157 shared ccord <- which(meta_finall, "studyID"] %in%
41 c{"tgfu™, "tgri™, "tgsh", "tgsi"), 1518 meta_final [duplicated (meta_final[, "studyID"]1),
42 "bigerial correlation™, 159 "studyID"] == TEOE]}
43 ifelse#me%a_f:i_rml$es_tgpe Ein% 160
44 c({"pearsons”, "spearmans") , lél combinations <- do.call("rbind”, tapplyishared coord,
45 "correlation coefficient™, le2 meta.final [shared coord, "studyID"],
46 "inferential statistic™))) 153 function(x) tlutils::combn(x, 2))})})
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RStudio

File Edit Code View Plots 5Session  Builld Debug Profile

Inzert Section... Ctrl+5hift+ R
Jump To... Alt+5Shift+]

3o To File/Function... Ctrl+.

Show Document Outline _trl+ Shift+ O
Soft Wrap Long Lines

Rainbow Parentheses
Show Diagnostics

Go To Help

Go To Function Definition

Extract Function Ctrl+ Alt+ X
Extract Wariable Ctrl+ Alt+Y
Rename in 5cope Ctrl+ Alt+ Shift+ M
Feflow Comment Ctrl+Shift+/
Comment/Uncomment Lines Ctrl+ Shift+C

Insert Roxygen Skeleton Ctrl+ Alt+ Shift+R.

Beindent Lines Ctrl+|

Reformat Code Ctrl+Shift+ A
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To recapitulate:

1. Consistency:

e Choose your coding style (e.g. Google’s R Style Guide, Tidyverse Style Guide)
e BUT most importantly, KEEP IT!

Consistent naming: also for files, folders, scripts...
Self-explanatory names

Redability: spacing and indentation

. Commenting: why rather than what, although...

SIS
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General

Start and End ¥

[= T Y R U

=]

137 £ Br]

138 £ lad. ance
135 ¢ 25

140 £ on the
141 £

142

143 £ from
144

145 £ Zizes
14 £

147

148 £

14% £ n 2

150 WCU _ESVar <- 0, nrow = nrow(meta_final)l, ncol = nrow(meta_final

151

152 £ names rows and columns for each

153 rownames (VWCW ES5War] <— meta_final|[

154 ecolnames (WCOW _ESWar] <— meta_finall

156 #§ finds effect sizes that come from the

157 shared coord <- which(meta. final[, "studyID"] %in%

158 meta_final [duplicated (meta_finael[, "studyID™]),

155 "studyID”] == TRIE

160

lél combinations <- do.call("rbind”, tapplyishared coord,

le2 meta.final [shared coord, "studyID"],
13 function(x) t(utils::combn{x, 2)))}]
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H General
= code
Conisole
o Appearance
. Pane Layout
Packages
R Markdown

Y Python

¥ Spelling
Git/SVN
Publishing
Terminal

Accessibility

[+ Highlight selected word
("] Highlight selected line
[+ Show line numbers
[« Show margin

Margin column
| Show whitespace characters
| Show indent guides

0 R O0

Blinking cursor

| Allow scroll past end of document

Allow drag and drop of text
| Highlight R function calls

| Rainbow parentheses

Fold Style: | Start and End ¥

[ ok |[ cancel || mpply |

RStudio
EI:Iit

Seszion

Jump To...

Go To File/Function...

Show Document Qutline

Show Diagnostics

Go To HE'FI

Go To Function Definition
Extract Function

Extract Variable

Renamein &

Build Debug Profile
Ctrl+Shift+R
Alt+Shift+]

Ctrl+.

Ctrl+Shift+0

Ctrl+ A+ X
Ctri+Ak+Y

Ctrl+Alt+ Shift+ M

Ctrl+Shift+/

Ctrl+5Shift+C

Ctrl+Alt+5hift+R .
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The bad example
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Journal of Avian Biology 48: 407-416, 2017

doi: 10.1111/jav.01055

6 The Authors. This is an Online Ope icle

Subject Editor: Ronald Ydenberg. Ed Chief: Jan-Ake Nilsson. Accepred 11 July 2016

Winter territory prospecting is associated with life-history stage but
not activity in a passerine

Alfredo Sanchez-Téjar, Isabel Winney, Antje Girndt, Mirre ]. P. Simons, Shinichi Nakagawa,
Terry Burke and Julia Schroeder

050 2051 2052

Nest:

-box ID

Z055 2

log (number of nest-boxes vi

e O O ~N0wOOoOaN

2
Age (years)

UNIVERSITAT
BIELEFELD




Subject Editor: Ronald Ydenberg. Editor-in-Chicf:

Winter territory prospecting is associated with life-history stage but

not activity in a passerine

Alfredo Sanchez-Téjar, Isabel Winney, Antje Girndt, Mirre J. P. Simons, Shinichi Nakagawa,

Terry Burke and Julia Schroeder

sparrow > Projects » Chap5_Winter_territonality »

i)

.-"“-\.

Mame

e
e
e
e
e
e
e
e
e
e
e
e
e
a
g
B
g

activity_video_examples
checking_RFID_Mar-5ep
databases

divorce

finaldata

FINALDE

Manuscript
Pythonscripts

RFIDdata

Rscripts

text_mining
Transponder_loss
visitsperday>CRIPT20150731

| .Rhistory

i breedingnestboxesperindividual

Mestbox-GP5-locations

| Mestbox-GPS-locations

sparrow  * Projects * Chap3_Winter_territoriality » finaldata

]

Marme

gt RData

@l

AR E®SeEEEeEe S E e e e o) O & RS

Rhistory

AMNTIES_MCMCglmmtOff_070113
birdecohortandlastseen20141112
dadsandbroods20141112
modl-2millicniterations-binomialdeubletruncated
Model_check_2mill_agecontinous_20150203_1
Maodel_check_2mill_agecontinous_20150203_2
Model_check_2mill_agecontinous_20150203_3

| Model_check_2mill_agecontinous_20130203_cutput

mumsandbroods20141112

MBwvisits_Rscript_MCMCglmm_for_Julia_20150202
MBvisits_winters2011-2013_age_sex_DIVORCE_HBE_EB_infoextractedthe20140811_ACCOUNTINGFORtspLOST-2-20141022
MBwisits_winters2011-2013_age_sex_meanHEB_meanEE_ACCOUNTINGFORtspLOSTincludingRFIDchecking-20130130
MBwisits_winters2011-2013_age_sex_meanHB_meanEE_ACCOUMTINGFORtspLOSTincludingRFIDchecking-DIVORCE-edited-20150130
MBwisits_winters2011-2014_age_sex_meanHB_meanEE_ACCOUMTINGFORtspLOSTincludingRFIDchecking-DIVORCE-edited-20150303
numbercfMBvisitsperindividual _CLEAMNRscript_20141030 i
numbercfMBvisitsperindividual _CLEANRscript_20141103

numberofMBvisitsperindividual _CLEANRscript_20141110

numbercfMBvisitsperindividual _CLEANRscript_2014111005

numbercfMBvisitsperindividual _CLEAMRscript_20141113

numberofMBvisitsperindividual _CLEAMNRscript_20141125

ResultsanalysisMBvisits_20150202

Rplotin

unnamed
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Journal of Avian B 407.
101111/
6 The Authors. This is an Online Open article

Subjcct Editor: Ronald Ydenberg, Editor-in-Chic: Jan-Ake Nilsson. Acccpred 11 July 201¢

Winter territory prospecting is associated with life-history stage but

not activity in a passerine

1

2

3

4 rm({list=1s())

=

6 getwd()

7 setwd("/home/alfredo/Desktop/visitsperdaySCRIPTZ0150703"™)
B getwd()

9

1o

11

12 #d on win ) nest box use,

13 4 ker he er during the

14 wvisitspernestboxRFID<-read.table ("003nestboxesperBirdperdayonepernestoboxperday-numdate-accountingforpittaglost.csv", header=TRUE, sep="%t")
15

lé vwvisitspernestboxRFIDSBirdlD<-as.factor (visitspernestboxRFIDSBirdID)
17 head(visitspernestboxRFID)
18 summary(visitspernestboxRFID)

19

20 that we know

21 t breed in that
22

23 v:i.a:.tsp-ernestboxRFID. subset<-read.table ("003nestboxesperBirdperdayonepernesthboxperday-numdate—accountingforpittaglost-onlybreeder-sexandyearofbreedingincluded.cev", header=TRUE, sep="\1t"')
24 wisitspernestboxRFID.subset<-read.table ("003nestboxesperBirdperdayvonepernesthoxperday—numdate—accountingforpittaglost-onlybreeder—-sexandyearandnestboxofbreedingincluded.csv™, header=TRUE, sep="%t")

26 visitspernestboxRFID.subset$BirdID<-as.factor (visitspernestboxRFID.subsetiBirdID)
27 vwvisitspernestboxRFID.=subset$sex<-as.factor (visitspernestboxRFID.subsecszex)

28 wvisitspernestboxRFID.subset$year<-as.factor (visitspernestboxBFID.subsetiyear)

29 head(visitspernestboxRFID.subset)

30 sSummary(visitspernestboxRFID.subset)

31
32 #from 2011 to 2015 (l=st of July) data on birds breeding in each of the
33 #RFID ipped nestboxes

34 visitspernestbox<-read.table ("RFIDnestboxesandbreedingpairs2011-2015-TOTAL-separatedbyindividual-v1-20150701.csv",header=TRUE,sep=","]

36 visitspernestboxiBirdID<-as.factor (vizitspernestbox$BirdID)
37 visitspernestboxfsex<-as.factor(visitspernestbox$sgex)
38 visitspernestboxfyear<-as.factor(visitspernestboxiyear)
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£ Authors: b e S ricric i ittt E st
# Authors:

1-
2
3 # Alfredo Sanchez-Tojar (with support from Endika Blaneco)
4
&
&

£ Script first created in Now 2018

L R E i ST

1
2
3
4
5 $ Script first created in Now 2018
&
7
8 # Description of script and Instructions LR e e S st s

O SR EEEEREFEE R SRR R R E R R SR R R R R E R R R SRR R E R R R R R U SRR LR £1S 8 # Description of script and Instructions
10 \ R e e e e i e e e ]
11 ‘E Thi=s gc:i?t iz for a TIJ.Et--EI.‘E.!lE.l!.I'SiE aon the efferct of urbanization on 14: fiififfifiR iR AR RARRERAEE A AR ERA SIS AR IAENERAERERAEAEREEEE
12 bicdiversity. 15 Packages needed
13 : ! B i e i i et s s e 2 2 2 2 22 2 2T
14 - sfted et e E e E R E I E TR H R SR B R I R E S R SR B R RS ER S HEHE 44 | Pelnidelaitoleibdeatlenblebniiebieibebinniaebeigiioiilg b
15 £ Packages nesded mporting the data { rom scrip _' a_preparation urban. _’:- _ _ _ _
} . . ) ) ) ) ) ) ) ) ) ) ) . ) b i i ]
ig j I HHHHHEH ST H R L B e e e R
18 # Clear memory 134 £ Sempling wvarisnce-covariance matriz
19 rm(list=1s(]) e i i R
136
32 $##install packages ["pacman”] 137 £ We specified sampling warisnce a5 varisnce-cowvariance matriz, with the
22 ¢ de;rtcnls:-'irstall.g-‘i;::l:;:};-'“ :Ii.tch shin/orchard plot”, subdir = "archaRd" 138 £ ssmpling varisnce for each effect size on the disgonal, and the covariance
23 = T — ; .fé:é-e-!.r;--i'ﬁU'E_ baild vign:at‘f:,;a-s--;- TR:E,—-_-------- " 135 £ between these measures as off-diagonal elements. The conservatiwve model
. . T - e - 140 £ assumed a8 0.5 correlation between the effect Iize sample wariances with the
24 £ devtools::iinstall github("danisllnckle/orchald”, foree = TRUE] 141 £ same studyID. For z similar approach, see 0'Dea et al., 2015
25 pacman:-p load(devtools, tidyverse, mtafur,. patchwork, R;rs'p, orchaBRd, emmeans, 142 £ ljl'.tt::;:-j-.-'-d;:\-:i-..nrq.-'ltl.llllffaf.’_2354]cr Him ét-gl 2033
gg ape, phytools, report, car] #dplyr, ggplotl 143 # (httos://doi prg/l0. 1111/1365-2656.13554), from which this cods is taken from.
144
PR i i i iR e e R i i a2 145 $££% Creating 2 var-covar matrix sssuming 2 0.5 correlation between effect sizes
293 # Importing the data (from script 'data preparation urban R') 146 £ from the sams Elt.uuﬁ:j‘;]-:b"cnvariance = (0.5 * sgrtivwi 1) * sgrtiwi.2))
R e e R A - RIS T OIERR
31 148 § creates a matrix (called "VOW ESVar') with the dimensions
32 meta.final <- read.table("meta final redoced.csv", header=T, sep=",") 145 £ n(effect sizes) = nleffect sizes)
33 150 WVCU ESWar <- matrix(0, nrow = nrow(meta_final), ncol = nrowimeta_final))
34 £ modifying warishbles type 151
35 meta_final$studylD <- as.factor (meta.finalsstudyID) 152 £ names rows and columns for each obsID
36 meta._finalses type <- as._factor(meta.finelses typel 153 rownames (VCV_ESWar] =- E.ta_fj_rml[:“'-';:;}-jg]:]]“]
a7 154 colnames (VCW_ESVar] <- meta_final[, "obsID"]
3B £ cresting a new wvariable to categorize effects as biserizsl correlations, A==
389 £ DPearson's correlation cosfficients and efifects from inferential statistics 156 $ finds effect sizes that come from the same study
40 meta.finalfes type 2 <- as.factor (ifelse (meta.finalfes type %ink 157 shared ccord <- which(meta_finall, "studyID"] %in%
41 c{"tgfu™, "tgri™, "tgsh", "tgsi"), 1518 meta_final [duplicated (meta_final[, "studyID"]1),
42 "bigerial correlation™, 159 "studyID"] == TEOE]}
43 ifelse#me%a_f:i_rml$es_tgpe Ein% 160
44 c({"pearsons”, "spearmans") , lél combinations <- do.call("rbind”, tapplyishared coord,
45 "correlation coefficient™, le2 meta.final [shared coord, "studyID"],
46 "inferential statistic™))) 153 function(x) tlutils::combn(x, 2))})})
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= README.md 7
DOI 10.5281/zenodo.3549539

Meta-analysis of adaptive "transgenerational” effects: a rmarkdown

commentary on Yin et al. (2019), Ecology Letters.

3 - Non-independence

3.1- Phylogenet\c relatlonsh\ps

ndependenc

This project contains the materials for a project testing the generality and robustness of adaptive “transgenerational”
effects across species, environments... It re-analyzes a published meta-analytic data set to show that adaptive

"transgenerational” effects - more specifically, anticipatory parental effects, despite existing in some species, are not
as widespread as generally stated.

This repository contains the data and Rmarkdown code used in the following study:

» no.margin

Alfredo Sanchez-Tojar, Malgorzata Lagisz, Nicholas P. Moran, Shinichi Nakagawa, Daniel W. A. Noble, Klaus Reinhold.
2020. The jury is still out regarding the generality of adaptive “transgenerational” effects. Ecology Letters, 23(11):1715-
1718. DOL: 10.1111/ele.13479

-Pocillopora damicol
Roofnchoph Japonicus
Styela plicata

More information and materials available at the OSF project. For any further information, please contact: Alfredo
- Gambusia affinis

Sanchez-Téjar, email: alfredo.tojar@gmail.com foscil: F%?gg;fas&;miyacamhus
Eajrr-oﬁsa'ar
[!

Folders:

code : contains an Rmarkdown file ( supplementary information.biblio.rmd ) that corresponds with the
supplementary information file. This Rmarkdown file contains all the code used in this project, except some functions,
which are available in the R script functiens.R and imported from within the Rmarkdown file. In addition, the file — 8:;:;‘:2:’;5:::; fé‘;?;',?;
Sanchez-Tojar_et_al_commentary.bib corresponds to all the references used in the study, both the main text and the o
supplementary information. The folder | docs contains the .html version of the supplementary information.

data : contains the original data set published by Yin et al. (2019) (i.e. Yin et al raw data.csv ) together with the
-Daphnia ambigua
final data set used in our study (i.e. transgenerational.csv ). Additionally, the remaining files are related to the LDaphnia magna

phylogenetic tree and relationships among the species included in the models. For more information, see the
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Hackathon: #SORTEE2022

2022 SORTEE CONFERENCE NEWS

Registrations now open!

Antica Culina Simon Evans

Society for Open, Reliable, and Tra
Ecology an dElt yBIgy

y @sortecoevo

e 11-13t% July
 Worldwide (online)
e 30-60 USD (10 or Ol
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'/Af/,fﬁ”//Jf/AO‘/AGV,//’ACV/JOV////Af//f/nV/JO///V/AGV////Vﬁbf/JOO//OVA///fACV/AO/////A>

>WHY OPEN CODE IN RESEARCH?

ANNEENNNNNNNNNNANNN

SNNNNNNNAN

RESEARCHERS
STUDENTS

A4
«Learning new compu-
tational methods

-Sharing verified
resources

-Collaborating efficiently

-Reproducing statistical
analyses

«Improving employability

«Reducing costs

«lmproving research
efficiency

«Increasing transparency
and integrity

-Facilitating project
evaluations

-Showcasing best
projects

JOURNALS
PUBLISHERS

Aom
=
(———1

«Increasing impact of
papers

-Improving journal’s
metrics/ranking

<Improving peer-review
process

«Ensuring integrity

-Becoming role models
in open science

PRACTICIONERS
AGENCIES

«Facilitating industry
applications

«Encouraging collabo-
rations

-Leading change to best
practice

«Supporting R&D infor-
mation transfer

«Repurposing code

© by Society for Open Reliable and Transparent Ecology and Evolutionary Biology sortee.org 2021 CC-BY-SA

SORTEE

GENERAL PUBLIC

Qe

-Building trust in science
-Encouraging public

access

«Delivering robust,

science-based solutions

Promoting public

computational literacy

«Reusing code in

citizen-science

OO AN AN NN

UNIVERSITAT
BIELEFELD




Markowetz Genome Biology (2015) 16:274

DO 10.1186/513055.015.0850-7 ﬂ Genome Biology

COMMENT Open Access

Five selfish reasons to work reproducibly B

1. Avoid disaster; 2. Writing
papers; 3. Peer-review;
4. Continuity; 5. Reputation

Florian Markowetz

CRUK Cambridge Institute
www.markowetzlab.org
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